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BET 2D | Unfolding of CBP21, a lytic polysaccharide monooxygenase, without dissociation of its copper ion
HBEIE | cofactor (Biopolymers (2020) 111:623339)

@ %F | Antagonistic control of the turnover pathway for the global regulatory sRNA CsrB by the CsrA and
CsrD proteins (Nucleic Acids Res. (2016) 44.(16):7896-910)
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